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Application Name : AMITO
Development platform: MATLAB (no license required)

Manual segmentation of mitochondrial Compatibility: Windows & macOS
ultrastructure & other organelles License: CC-BY (users must cite the authors when used)

Analysis & Export

[ Analysis W ‘Exportdata‘ ‘Save image‘ ‘ ALL ]

AMITO provides a single, user-friendly interface for accurate and reproducible mitochondrial analysis
in TEM images. It facilitates large-scale and longitudinal studies by reducing analysis time.




